


iv Fundamentals of Cell and Molecular Genetics

Copyright © Panima Publishing Corp, New Delhi, 2010
All rights reserved. No Part of this publication may be reproduced or transmitted in any from or
by any means without the written permission of the publishers

PANIMA PUBLISHING CORPORATION
16, Prakash Apartment, 5, Ansari Road, Daryaganj, New Delhi-110 002
Ph. 23282623, 23264039, e.mail:panimabooks@satyam.net.in
Branch
33-35 Sriji Apartments, 5th Cross, Gandhi Nagar, Banglore-560 009
Ph. 22256718, Fax 22282684, e.mail:panimablr@airtelbroadband.in

ISBN : 81-8653-570-5

Published by Panima Publishing Corporation
16, Prakash Apartment, 5, Ansari Road, Daryaganj, New Delhi-110 002

and printed at
Salasar Imaging Systems,
C-7/5, Lawrence Road Indl. Area, Delhi-110 035 Printed in India.

mailto:mail:panimabooks@satyam.net.in
mailto:mail:panimablr@airtelbroadband.in


Preface

The book in your hands is a product of my interaction with students over a period of thirty years.
I have learnt during the process of teaching. I have modelled the book in a notes mode and too
many experimental details and scientific evidences have been deliberately kept out. I want this
book to serve the students only as a book dedicated to fundamental concepts. This book would be
useful for both undergraduate and postgraduate students preparing for basic sciences and
biotechnology, including those preparing for NET examinations.

I have taken little assistance from others. Nevertheless, many things in the book are based on
study material collected/generated by me from time to time. Consequently, I would like to thank
many fellow workers whose writings have helped me understand the vastness of genetics. The
book may have several errors, some inadvertent and others due to ignorance. I solicit comments
from all readers so that I am able to improve up on this work.

I dedicate this work to my parents, my first teachers.
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